Session Title: Applications of Genomics and Bioinformatics for food security, resilience and innovation.

Background: Genomics and bioinformatics technologies hold great promise for characterizing, understanding and elucidation of specific mechanisms that drive biological processes such as increased resistance, resilience and yield to improve food security for a growing population within a changing environment. The rapidly diminishing costs of genome sequencing technologies has enabled democratic widespread access to these technologies that are increasingly being utilized in various sectors, including the agricultural sciences sector (agrigenomics). 
An increasing number of Africa-based  agricultural sciences groups are using genomics and bioinformatics within their own programs to better understand the crops, livestock and biodiversity specific to their region and populations. This session will focus on the applications of genomics and bioinformatics within the African agriculture and biodiversity sectors highlighting current projects and their outcomes. The session will also encompass an audience led discussion on some of the challenges that LMIC countries face in the application of agrigenomics approaches, and potential solutions to enable the routine use of genomics and bioinformatics within the agricultural sector.

Session format:  The session will be highly interactive with informational talks from invited speakers and active discussion from audience members.

Expected outcomes: Session attendees will:
· Have a better understanding of the applications of genomics and bioinformatics within the agricultural sector
· Gain an overview of projects utilizing genomics and bioinformatics within Africa
· Understand the challenges towards increased application of genomics and bioinformatics within LMICs

Target audience: The “Applications of Genomics and Bioinformatics for food security, resilience and innovation” session is open to all APBA conference attendees that would like to learn more about the value and applications of the genomics and bioinformatics, and contribute towards the discussion.

